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Figure S2. LptD-y-Tocopherol complex: molecular dynamics simulation. (A), Pose view of the
interaction of a-Terpineol to the DPP IV protein (B) 3D interaction of a-Terpineol with DPP IV
protein, (C) Box plot depicted binding affinity scores for predictions of DPP IV (6bie) protein with

a-Terpineol, (D) 2D interaction of a-Terpineol with key residues.
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