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Fig. S 1: Showing tree, trunk, and fruits of B. retusa.
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Fig. S 2: Showing GC-MS chromatogram of methanolic fruit extract of B. retusa.
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Fig. S 3: Showing GC-MS chromatogram of methanolic bark extract of B. retusa.
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Fig. S 4: Showing GC-MS chromatogram of ethyl acetate fruit extract of B. retusa.
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Fig. S 5: Showing GC-MS chromatogram of ethyl acetate bark extract of B. retusa.
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	Fig. S 6: 2D representation of best possible pose(s) of ligands- (a) friedelin, (b) imidazole, (c) sylvestrene within the active site of the target molecule (DPP-IV).
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	Fig. S 7: 2D representation of best possible pose(s) of ligands- (a) friedelin, (b) imidazole, (c) sylvestrene within the active site of the target molecule (α-amylase).
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	Fig. S 8: 2D representation of best possible pose(s) of ligands- (a) friedelin, (b) imidazole, (c) sylvestrene within the active site of the target molecule (α-glucosidase).
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Fig. S 9: showing complex stability, root mean square deviation (RMSD) and root mean square fluctuation (RMSF) evaluation of protein-ligand complex.
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Fig. S 10: showing Rg analysis and intermolecular hydrogen bond (H-Bonds) analysis of protein-ligand complex.
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Fig. S 11: showing SASA analysis of protein-ligand complex.
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