[bookmark: _GoBack]Supplementary 2: 16S Ribosomal RNA, Partial Sequences and Alignment of the Tested Strains
E7
[image: ]
Bacillus pacificus strain MCCC 1A06182 16S ribosomal RNA partial sequence
Query  1    AAGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCATAAGACTGGGATAACT  60
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  87   AAGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCATAAGACTGGGATAACT  146

Query  61   CCGGGAAACCGGGGCTAATACCGGATAACATTTTGAACCGCATGGTTCGAAATTGAAAGG  120
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  147  CCGGGAAACCGGGGCTAATACCGGATAACATTTTGAACCGCATGGTTCGAAATTGAAAGG  206

Query  121  CGGCTTCGGCTGTCACTTATGGATGGACCCGCGTCGCATTAGCTAGTTGGTGAGGTAACG  180
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  207  CGGCTTCGGCTGTCACTTATGGATGGACCCGCGTCGCATTAGCTAGTTGGTGAGGTAACG  266

Query  181  GCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGA  240
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  267  GCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGA  326

Query  241  GACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGT  300
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  327  GACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGT  386

Query  301  CTGACGGAGCAACGCCGCGTGAGTGATGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTAG  360
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  387  CTGACGGAGCAACGCCGCGTGAGTGATGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTAG  446

Query  361  GGAAGAACAAGTGCTAGTTGAATAAGCTGGCACCTTGACGGTACCTAACCAGAAAGCCAC  420
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  447  GGAAGAACAAGTGCTAGTTGAATAAGCTGGCACCTTGACGGTACCTAACCAGAAAGCCAC  506

Query  421  GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTAT  480
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  507  GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTAT  566

Query  481  TGGGCGTAAAGCGCGCGCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACC  540
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  567  TGGGCGTAAAGCGCGCGCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACC  626

Query  541  GTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGT  600
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  627  GTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGT  686

Query  601  GTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTC  660
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  687  GTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTC  746

Query  661  TGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT  720
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  747  TGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT  806

Query  721  CCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGAAGTT  780
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  807  CCACGCCGTAAACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGAAGTT  866

Query  781  A  781
           |Sbjct  867  A  867
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Bacillus pacificus strain MCCC 1A06182 16S ribosomal RNA partial sequence
Query  1    GGTGAGTAACACGTGGGTAACCTGCCCATAAGACTGGGATAACTCCGGGAAACCGGGGCT  60
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  103  GGTGAGTAACACGTGGGTAACCTGCCCATAAGACTGGGATAACTCCGGGAAACCGGGGCT  162

Query  61   AATACCGGATAACATTTTGAACCGCATGGTTCGAAATTGAAAGGCGGCTTCGGCTGTCAC  120
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  163  AATACCGGATAACATTTTGAACCGCATGGTTCGAAATTGAAAGGCGGCTTCGGCTGTCAC  222

Query  121  TTATGGATGGACCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACG  180
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  223  TTATGGATGGACCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACG  282

Query  181  ATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTC  240
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  283  ATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTC  342

Query  241  CTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCC  300
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  343  CTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCC  402

Query  301  GCGTGAGTGATGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTAGGGAAGAACAAGTGCTA  360
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  403  GCGTGAGTGATGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTAGGGAAGAACAAGTGCTA  462

Query  361  GTTGAATAAGCTGGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCA  420
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  463  GTTGAATAAGCTGGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCA  522

Query  421  GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGC  480
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  523  GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGC  582

Query  481  GCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGA  540
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  583  GCAGGTGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGA  642

Query  541  AACTGGGAGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG  600
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  643  AACTGGGAGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCG  702

Query  601  TAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAG  660
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  703  TAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAG  762

Query  661  GCGCGAAAGCGTGGGGGAGCAAACAGG  687
            |||||||||||||||| ||||||||||
Sbjct  763  GCGCGAAAGCGTGGGG-AGCAAACAGG  788
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Bacillus cereus ATCC 14579 16S ribosomal RNA (rRNA) partial sequence
Query  1     GTCGAGCGAATGGATTAAGAGCTTGCTCTTATGAAGTTAGCGGCGGACGGGTGAGTAACA  60
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  61    GTCGAGCGAATGGATTAAGAGCTTGCTCTTATGAAGTTAGCGGCGGACGGGTGAGTAACA  120

Query  61    CGTGGGTAACCTGCCCATAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATA  120
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  121   CGTGGGTAACCTGCCCATAAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATA  180

Query  121   ACATTTTGAACCGCATGGTTCGAAATTGAAAGGCGGCTTCGGCTGTCACTTATGGATGGA  180
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  181   ACATTTTGAACCGCATGGTTCGAAATTGAAAGGCGGCTTCGGCTGTCACTTATGGATGGA  240

Query  181   CCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCG  240
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  241   CCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCG  300

Query  241   ACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC  300
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  301   ACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC  360

Query  301   AGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAT  360
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  361   AGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAT  420

Query  361   GAAGGCTTTCGGGTCGTAAAACTCTGTTGTTAGGGAAGAACAAGTGCTAGTTGAATAAGC  420
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  421   GAAGGCTTTCGGGTCGTAAAACTCTGTTGTTAGGGAAGAACAAGTGCTAGTTGAATAAGC  480

Query  421   TGGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGT  480
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  481   TGGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGT  540

Query  481   AATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTT  540
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  541   AATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTT  600

Query  541   CTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGAC  600
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  601   CTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGAC  660

Query  601   TTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGG  660
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  661   TTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGG  720

Query  661   AGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCG  720
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  721   AGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCG  780

Query  721   TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGT  780
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  781   TGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAAGT  840

Query  781   GTTAGAGGGTTTCCGCCCTTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAG  840
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  841   GTTAGAGGGTTTCCGCCCTTTAGTGCTGAAGTTAACGCATTAAGCACTCCGCCTGGGGAG  900

Query  841   TACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT  900
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  901   TACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCAT  960

Query  901   GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGAAAACCC  960
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  961   GTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATCCTCTGAAAACCC  1020

Query  961   TAGAGATAGGGCTTCTCCTTCGGGAGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCT  1020
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  1021  TAGAGATAGGGCTTCTCCTTCGGGAGCAGAGTGACAGGTGGTGCATGGTTGTCGTCAGCT  1080

Query  1021  CCTGTC  1026
             | ||||
Sbjct  1081  CGTGTC  1086
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Bacillus paramycoides strain MCCC 1A04098 16S ribosomal RNA, partial sequence
Query  1    GCTTGCTCTTATGAAGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCATAA  60
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  74   GCTTGCTCTTATGAAGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCATAA  133

Query  61   GACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAACATTTTGAACCGCATGGTT  120
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  134  GACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATAACATTTTGAACCGCATGGTT  193

Query  121  CGAAATTGAAAGGCGGCTTCGGCTGTCACTTATGGATGGACCCGCGTCGCATTAGCTAGT  180
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  194  CGAAATTGAAAGGCGGCTTCGGCTGTCACTTATGGATGGACCCGCGTCGCATTAGCTAGT  253

Query  181  TGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCC  240
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  254  TGGTGAGGTAACGGCTCACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCC  313

Query  241  ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGC  300
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  314  ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGC  373

Query  301  AATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGCTTTCGGGTCGTAAA  360
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  374  AATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGCTTTCGGGTCGTAAA  433

Query  361  AACTCTGGTTGTTAGGGGAAGAACAAGTTGCTAGTTTGAATAAGCTGGCACCTTGGACGG  420
            | |||| ||||||| ||||||||||||| ||||| ||||||||||||||||||| |||||
Sbjct  434  A-CTCT-GTTGTTA-GGGAAGAACAAGT-GCTAG-TTGAATAAGCTGGCACCTT-GACGG  487

Query  421  TACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC  480
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  488  TACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGC  547

Query  481  AAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTTCTTAAGTCTGATGT  540
            ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  548  AAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTTTCTTAAGTCTGATGT  607

Query  541  GAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAAA  600
            |||||||||||||||||||||||||||||||||||||||||||||||||||||||||| |
Sbjct  608  GAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGA  667

Query  601  GGAAAAGTGGAATTCCCTGTGTAGCGGTGAAAATGCGTA  639
            || ||||||||||||| ||||||||||||||| ||||||
Sbjct  668  GG-AAAGTGGAATTCCATGTGTAGCGGTGAAA-TGCGTA  704
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Bacillus paramycoides strain MCCC 1A04098 16S ribosomal RNA, partial sequence
Query  2     GCTCTTTGTACCGTCCATTGTAGCACGTGTGTAGCCCAGGTCATAAGGGGCATGATGATT  61
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  1258  GCTCTTTGTACCGTCCATTGTAGCACGTGTGTAGCCCAGGTCATAAGGGGCATGATGATT  1199

Query  62    TGACGTCATCCCCACCTTCCTCCGGTTTGTCACCGGCAGTCACCTTAGAGTGCCCAACTG  121
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| 
Sbjct  1198  TGACGTCATCCCCACCTTCCTCCGGTTTGTCACCGGCAGTCACCTTAGAGTGCCCAACTA  1139

Query  122   AATGATGGCAACTAAGATCAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACG  181
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  1138  AATGATGGCAACTAAGATCAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACG  1079

Query  182   ACACGAGCTGACGACAACCATGCACCACCTGTCACTCTGCTCCCGAAGGAGAAGCCCTAT  241
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  1078  ACACGAGCTGACGACAACCATGCACCACCTGTCACTCTGCTCCCGAAGGAGAAGCCCTAT  1019

Query  242   CTCTAGGGTTGTCAGAGGATGTCAAGACCTGGTAAGGTTCTTCGCGTTGCTTCGAATTAA  301
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  1018  CTCTAGGGTTGTCAGAGGATGTCAAGACCTGGTAAGGTTCTTCGCGTTGCTTCGAATTAA  959

Query  302   ACCACATGCTCCACCGCTTGTGCGGGCCCCCGTCAATTCCTTTGAGTTTCAGCCTTGCGG  361
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  958   ACCACATGCTCCACCGCTTGTGCGGGCCCCCGTCAATTCCTTTGAGTTTCAGCCTTGCGG  899

Query  362   CCGTACTCCCCAGGCGGAGTGCTTAATGCGTTTACTTCAGCACTAAAGGGCGGAAACCCT  421
             |||||||||||||||||||||||||||||||| |||||||||||||||||||||||||||
Sbjct  898   CCGTACTCCCCAGGCGGAGTGCTTAATGCGTTAACTTCAGCACTAAAGGGCGGAAACCCT  839

Query  422   CTAACACTTAGCACTCATCGTTTACGGCGTGGACTACCAGGGTATCTAATCCTGTTTGCT  481
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  838   CTAACACTTAGCACTCATCGTTTACGGCGTGGACTACCAGGGTATCTAATCCTGTTTGCT  779

Query  482   CCCCACGCTTTCGCGCCTCAGTGTCAGTTACAGACCAGAGAGTCGCCTTCGCCACTGGTG  541
             ||||||||||||||||||||||||||||||||||||||| ||||||||||||||||||||
Sbjct  778   CCCCACGCTTTCGCGCCTCAGTGTCAGTTACAGACCAGAAAGTCGCCTTCGCCACTGGTG  719

Query  542   TTCCTCCATATCTCTACGCATTTCACCGCTACACATGGAATTCCACTCTCCTCTTCTGCA  601
             ||||||||||||||||||||||||||||||||||||||||||||||| ||||||||||||
Sbjct  718   TTCCTCCATATCTCTACGCATTTCACCGCTACACATGGAATTCCACTTTCCTCTTCTGCA  659

Query  602   CTCAAGTCTCCCAGTTTCCAATGACCCTCCACGGTTGAGCCGTGGGCTTTCACATCAGAC  661
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  658   CTCAAGTCTCCCAGTTTCCAATGACCCTCCACGGTTGAGCCGTGGGCTTTCACATCAGAC  599

Query  662   TTAAGAAACCACCTGCGCGCGCTTTACGCCCAATAATTCCGGATAACGCTTGCCACCTAC  721
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  598   TTAAGAAACCACCTGCGCGCGCTTTACGCCCAATAATTCCGGATAACGCTTGCCACCTAC  539

Query  722   GTATTACCGCGGCTGCTGGCACGTAGTTAGCCGTGGCTTTCTGGTTAGGTACCGTCAAGG  781
             ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||
Sbjct  538   GTATTACCGCGGCTGCTGGCACGTAGTTAGCCGTGGCTTTCTGGTTAGGTACCGTCAAGG  479

Query  782   TGCCGGCTTATTCAAATAGCACTTGTTCTTCCCTAACAACAGAGTTTTACGAACC  836
             |||| |||||||||| |||||||||||||||||||||||||||||||||||| ||
Sbjct  478   TGCCAGCTTATTCAACTAGCACTTGTTCTTCCCTAACAACAGAGTTTTACGACCC  424
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@) Bacillus pacifcus strain MCCC 1A06182 168 ribosomal RNA. patial sequence 1498 1498 99% 00 99.04% NR 1577331
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@) Baillus cereus strain JCM 2152 16 ribosomal RNA. partial sequence 1498 1498 99% 00 99.04% NR 1132661
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@ Bacillus thuringiensis sirain ATCC 10792 16 ribosomal RNA, partial sequence 1498 1498 99% 00 99.04% NR 1145811
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@) Bacillus cereus strain 1AM 12605 16S ribosomal RNA. partial sequence 1498 1498 99% 00 99.04% NR 1155261
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@ Bacillus mycoides strain ATCC 6462 16S ribosomal RNA, partal sequence 1487 1487 99% 00 98.80% NR 1159931
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@ Bacillus pacificus strain MCCC 1A06182 16S ribosomal RNA. partial sequence 1443 1443 100% 00 100.00% NR 1577331
@ Bacillus paramycoides strain MCCC 104098 168 ribosomal RNA, partial sequence 1443 1443 100% 00 100.00% NR 1577341
@) Bacillus paranthracis strain MCCC 1A00395 16S ribosomal RNA patial sequence 1443 1443 100% 00 100.00% NR 1577281
@ Bacillus albus strain MCCC 1A02146 16S ribosomal RNA, partial sequence 1443 1443 100% 00 100.00% NR 1577291
@) Bacillus cereus ATCC 14579 16 ribosomal RNA (), partial sequence 1443 1443 100% 00 100.00% NR 0745401
@) Baillus cereus strain JCM 2152 16 ribosomal RNA. partial sequence 1443 1443 100% 00 100.00% NR 1132661
@ Bacillus cereus strain CCM 2010 16 ribosomal RNA, partial sequence 1443 1443 100% 00 10000% NR 1157141
@ Bacilus cereus strain NBRC 15305 16S ribosomal RNA, partial sequence 1443 1443 100% 00 100.00% NR 1126301
@ Baillus cereus ATCC 14579 16 ribosomal RNA, partial sequence 1443 1443 100% 00 100.00% NR 1145821
@ Bacillus anthracs strain ATCC 14578 16S ribosomal RNA. partial sequence 1443 1443 100% 00 100.00% NR 0412481
@) Bacillus cereus strain 1AM 12605 16S ribosomal RNA. partial sequence 1443 1443 100% 00 100.00% NR 1155261
@ Bacillus wiedmannii stran FSL W8-0169 165 ribosomal RNA, partal sequence 1437 1437 100% 00 99.87% NR 1526921
@) Bacillus proteolytcus srain MCCC 1400365 16 ribosomal RNA, partial sequence 1437 1437 100% 00 99.87% NR 1577351
@ Bacillus toyonensis strain BCT-7112 16 ribosomal RNA. partial sequence 1437 1437 100% 00 99.87% NR 1217611
@ Bacillus thuringiensis sirain ATCC 10792 16 ribosomal RNA, partial sequence 1437 1437 100% 00 99.87% NR 1145811
@ Bacillus thuringiensis srein 1AM 12077 16 ribosomal RNA, partial sequence 1437 1437 100% 00 99.87% NR 0434031
@ Bacillus thuringiensis sirein NBRC 101235 16 ribosomal RNA, partial sequence 1434 1434 100% 00 9974% NR 1127801
@ Bacillus mobils strain MCCC 1405942 168 ribosomal RNA, partal sequence 1432 1432 100% 00 9974% NR 1577311
@ Baillus pseudomy coides strsin NBRC 101232 16 ribosomal RNA, partial sequence 1426 1426 100% 00 9962% NR 1139911
@ Bacillus mycoides strain NBRC 101228 16S ribosomal RNA, partial sequence 1415 1415 100% 00 99.36% NR 1139901
@ Bacillus mycoides strain ATCC 6462 16S ribosomal RNA, partal sequence 1415 1415 100% 00 99.36% NR 1159931
O Bacillus mycoides strain DSM 11821 16 ribosomal RNA, partial sequence 1415 1415 100% 0.0
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() Bacillus mycoides strain 273 168 ribosomal RNA, parial sequence 1415 1415 100% 0.0
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@ Bacillus pacificus strain MCCC 1A06182 16S ribosomal RNA. partial sequence 1262 1262 99% 00 99.85% NR 1577331
@ Bacillus paramycoides strain MCCC 104098 168 ribosomal RNA, partial sequence 1262 1262 99% 00 99.85% NR 1577341
@) Bacillus paranthracis strain MCCC 1A00395 16S ribosomal RNA patial sequence 1262 1262 99% 00 99.85% NR 1577281
@ Bacillus albus strain MCCC 1A02146 16S ribosomal RNA, partial sequence 1262 1262 99% 00 99.85% NR 1577291
@) Bacillus cereus ATCC 14579 16 ribosomal RNA (), partial sequence 1262 1262 99% 00 99.85% NR 0745401
@) Baillus cereus strain JCM 2152 16 ribosomal RNA. partial sequence 1262 1262 99% 00 99.85% NR 1132661
@ Bacillus cereus strain CCM 2010 16 ribosomal RNA, partial sequence 1262 1262 99% 00 99.85% NR 1157141
@ Bacillus cereus strain NBRC 15305 168 ribosomal RNA, partial sequence 1262 1262 99% 00 99.85% NR 1126301
@ Baillus cereus ATCC 14579 16 ribosomal RNA, partial sequence 1262 1262 99% 00 99.85% NR 1145821
@) Bacillus anthracs strain ATCC 14578 16S ribosomal RNA_partial sequence 1262 1262 99% 00 99.85% NR 0412481
@) Bacillus cereus strain 1AM 12605 16S ribosomal RNA. partial sequence 1262 1262 99% 00 99.85% NR 1155261
@ Bacillus wiedmannii stran FSL W8-0169 165 ribosomal RNA, partal sequence 1256 1256 99% 00 9971% NR 1526921
@) Bacillus proteolytcus srain MCCC 1400365 16 ribosomal RNA, partial sequence 1256 1256 99% 00 9971% NR 1577351
@ Bacillus toyonensis strain BCT-7112 16 ribosomal RNA. partial sequence 1256 1256 99% 00 9971% NR 1217611
@ Bacillus thuringiensis sirain ATCC 10792 16 ribosomal RNA, partial sequence 1256 1256 99% 00 9971% NR 1145811
@ Bacillus thuringiensis srein 1AM 12077 16 ribosomal RNA, partial sequence 1256 1256 99% 00 9971% NR 0434031
@ Bacillus thuringiensis sirein NBRC 101235 16 ribosomal RNA, partial sequence 1253 1253 99% 00 9956% NR 1127801
@ Bacillus mobils strain MCCC 1405942 168 ribosomal RNA, partal sequence 1251 1251 99% 00 9956% NR 1577311
@ Baillus pseudomy coides strsin NBRC 101232 16 ribosomal RNA, partial sequence 1245 1245 99% 00 99.42% NR 1139911
@ Bacillus mycoides strain NBRC 101228 16S ribosomal RNA, partial sequence 1234 1234 99% 00 9913% NR 1139901
@ Bacillus mycoides strain ATCC 6462 16S ribosomal RNA, partal sequence 1234 1234 99% 00 99.13% NR 1150931
O Bacillus mycoides strain DSM 11821 16 ribosomal RNA, partial sequence 1234 1234 9% 00

Bacillus mycoides strain 273 16S ribosomal RNA, partial sequence 1234 1234 99% 00
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@ Bacilus paramycoides srain MCCC 1404098 168 rbosomal RNA, partal sequence 118 1118 100% 0.0 S8.44% NR 1577341

@ Bacilus albus sirain MCCC 1A02146 165 rbosomal RNA, partal sequence 118 1118 100% 0.0 S8.44% NR 1577201

@ Bacilus cereus ATCC 14579 165 ribosomal RINA (), partal sequence 118 1118 100% 0.0 S8.44% NR 0745401

@ Bacilus cereus sirain JCM 2152 16S rbosomal RNA,parta sequence 118 1118 100% 0.0 S8.44% NR 1132651

@ Bacilus cereus srain CCM 2010 166 ribosomal RN, partl sequence 118 1118 100% 0.0 S8.44% NR 1157141

@ Bacilus cereus sirain NERC 15305 168 ribosomal RNA, partl sequence 118 1118 100% 0.0 S8.44% NR 1126301

@ Bacilus cereus ATCC 14579 165 ribosomal RNA, partl sequence 118 1118 100% 0.0 S8.44% NR 1145621

@ Bacilus anthvacs sirain ATCC 14575 165 ibosomal RNA, patalsequence 118 1118 100% 0.0 S8.44% NR 0412481

@ Bacilus cereus sran 1AM 12605 16S rbosomal RNA.partl sequence: 118 1118 100% 0.0 S8.44% NR 1155261

@ Bacilus wiedmanni siran FSL WE-0159 165 fbosomal RNA, partal sequence 112 112 100% 0.0 $828% NR 1526021

@ Bacilus ooteolyicus sirain MCCC 1A00365 165 rbosomal RNA, paral sequence 12 112 100% 0.0 $828% NR 1577351

@ Bacilus paciicus srain MCCC 1406152 166 rbosomal RNA partl sequence 1107 1107 100% 00 98.12% NR 1577331

@ Bacilus paranthrac srain MCCC 1400395 168 ribosomal RNA partial sequence 1107 1107 100% 00 9812% NR 1577261

@ Bacilus toyonensis sirain BCT-7112 16S rbosomal RNA.partil sequence 1101 1101 100% 00 9797% NR 1217611

@ Bacilus pseudomycoides sirain NERC 101232 168 rbosomal RNA, partal sequence 1101 1101 100% 0.0 9797% NR 1135911

@ Bacilus thuingiensis sirain ATCC 10792 165 rbosomal RNA,partl sequence 1101 1101 100% 00 9797% NR 1145811

@ Bacilus thuingiensis siran 1AM 12077 165 ribosomal RNA, partal sequence 1101 1101 100% 00 97.97% NR 0434031

@ Bacilus thuingiensis sirain NBRC 101235 165 ribosomal RNA, partal sequence 1098 1088 100% 00 9781% NR 112701

@ Bacilus mobilsstrain MCCC 1A05942 165 ibosomal RNA, patal sequence 109 109 100% 00 9781% NR 1577311

@ Bacilus bingmayongenss srain FJAT-13831 165 rbosomal RNA, partal sequence 1030 1080 100% 00 97.65% NR 1422481

@ Bacilus mycoides sirain NBRC 101228 165 rbosomal RNA, paral sequence 1090 1080 100% 00 97.65% NR 1135901

) Bacilus mycoides siain ATCC 6452 165 ibosomal RNA, paral sequence 1080 1080 100% 0.0

' Bacilus mycoides sirain DSM 11821 168 ribosomal RNA, paral sequence 1090 1090 100% 0.0 ]
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