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Supplementary Figure1: Multiple sequence alignment of the first 56 residues of hypothetical protein KPHS_00890 with similar sequences of Klebsiella genus.
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Supplementary Figure 2: Three-dimensional structure of 5’nucleotidase exhibiting conserved region and variable region in navy blue and yellow hues respectively.
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Supplementary Figure 3: Phylogenetic tree obtained with MSA of the Klebsiella genus with the highest log-likelihood of -2436.71.
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Supplementary Figure 4: Phylogenetic tree obtained from MSA with multiple genera having the highest log-likelihood of -3276.55

Supplementary Table 1: List of organisms classified up to subspecies level in Klebsiella pneumoniae.
	
	
	

	Sl.No
	Organism
	Strain

	1
	Klebsiella pneumoniae subsp. pneumoniae HS11286
	HS11286

	2
	Klebsiella pneumoniae subsp. pneumoniae
	KPNIH33

	3
	Klebsiella pneumoniae subsp. pneumoniae
	KPNIH32

	4
	Klebsiella pneumoniae subsp. pneumoniae
	ST101:960186733

	5
	Klebsiella pneumoniae subsp. pneumoniae
	SCKP020143

	6
	Klebsiella pneumoniae subsp. pneumoniae
	CRK0298

	7
	Klebsiella pneumoniae subsp. pneumoniae
	SCKP020079

	8
	Klebsiella pneumoniae subsp. pneumoniae
	R210-2

	9
	Klebsiella pneumoniae subsp. pneumoniae
	RJF999

	10
	Klebsiella pneumoniae subsp. pneumoniae
	WCHKP015093

	11
	Klebsiella pneumoniae subsp. pneumoniae
	AUSMDU00008079

	12
	Klebsiella pneumoniae subsp. pneumoniae
	TGH8

	13
	Klebsiella pneumoniae subsp. pneumoniae
	SCKP020046

	14
	Klebsiella pneumoniae subsp. pneumoniae KPNIH24
	KPNIH24

	15
	Klebsiella pneumoniae subsp. pneumoniae KPNIH10
	KPNIH10

	16
	Klebsiella pneumoniae subsp. pneumoniae KPNIH1
	KPNIH1

	17
	Klebsiella pneumoniae subsp. pneumoniae
	KP-8788

	18
	Klebsiella pneumoniae subsp. pneumoniae
	NUHL24835

	19
	Klebsiella pneumoniae subsp. pneumoniae 1084
	1084

	20
	Klebsiella pneumoniae subsp. pneumoniae
	KUH-KPNHVF1

	21
	Klebsiella pneumoniae subsp. pneumoniae
	SC-7

	22
	Klebsiella pneumoniae subsp. pneumoniae
	KUH-KPNHVL1

	23
	Klebsiella pneumoniae subsp. pneumoniae
	11219

	24
	Klebsiella pneumoniae subsp. pneumoniae
	M5

	25
	Klebsiella pneumoniae subsp. pneumoniae
	ATCC 43816 KPPR1

	26
	Klebsiella pneumoniae subsp. pneumoniae
	BR21

	27
	Klebsiella pneumoniae subsp. pneumoniae
	GD4

	28
	Klebsiella pneumoniae subsp. pneumoniae
	KpvST383_NDM_OXA-48

	29
	Klebsiella pneumoniae subsp. pneumoniae
	TGH10

	30
	Klebsiella pneumoniae subsp. pneumoniae
	KpvST15_NDM

	31
	Klebsiella pneumoniae subsp. pneumoniae
	RJA166

	32
	Klebsiella pneumoniae subsp. pneumoniae PittNDM01
	PittNDM01

	33
	Klebsiella pneumoniae subsp. pneumoniae
	TGH13

	34
	Klebsiella pneumoniae subsp. pneumoniae 1158
	1158

	35
	Klebsiella pneumoniae subsp. pneumoniae
	ARLG-3135

	36
	Klebsiella pneumoniae subsp. pneumoniae
	H11

	37
	Klebsiella pneumoniae subsp. pneumoniae MGH 78578
	ATCC 700721; MGH 78578

	38
	Klebsiella pneumoniae subsp. pneumoniae
	BR7

	39
	Klebsiella pneumoniae subsp. pneumoniae KPR0928
	KPR0928

	40
	Klebsiella pneumoniae subsp. pneumoniae Kp13
	Kp13

	41
	Klebsiella pneumoniae subsp. pneumoniae
	KPNIH30

	42
	Klebsiella pneumoniae subsp. pneumoniae
	CCRI-22199

	43
	Klebsiella pneumoniae subsp. pneumoniae
	KPNIH29

	44
	Klebsiella pneumoniae subsp. pneumoniae
	SCKP040074

	45
	Klebsiella pneumoniae subsp. pneumoniae
	234-12

	46
	Klebsiella pneumoniae subsp. pneumoniae
	KC-Pl-HB1

	47
	Klebsiella pneumoniae subsp. pneumoniae
	KPCTRSRTH07

	48
	Klebsiella pneumoniae subsp. pneumoniae NTUH-K2044
	NTUH-K2044

	49
	Klebsiella pneumoniae subsp. pneumoniae KPNIH27
	KPNIH27

	50
	Klebsiella pneumoniae subsp. pneumoniae
	KPNIH31

	51
	Klebsiella pneumoniae subsp. pneumoniae
	RJF293

	52
	Klebsiella pneumoniae subsp. pneumoniae
	KPCTRSRTH01

	53
	Klebsiella pneumoniae subsp. pneumoniae
	12208

	54
	Klebsiella pneumoniae subsp. pneumoniae
	BK13048



Supplementary Table 2: List of clinical isolates with drug resistance.
	Sl.No
	Organism/Name
	Strain

	1
	Klebsiella pneumoniae subsp. pneumoniae HS11286
	HS11286

	2
	Klebsiella pneumoniae subsp. pneumoniae
	KPNIH33

	3
	Klebsiella pneumoniae subsp. pneumoniae
	KPNIH32

	4
	Klebsiella pneumoniae subsp. pneumoniae
	ST101:960186733

	5
	Klebsiella pneumoniae subsp. pneumoniae KPNIH24
	KPNIH24

	6
	Klebsiella pneumoniae subsp. pneumoniae KPNIH10
	KPNIH10

	7
	Klebsiella pneumoniae subsp. pneumoniae KPNIH1
	KPNIH1

	8
	Klebsiella pneumoniae subsp. pneumoniae PittNDM01
	PittNDM01

	9
	Klebsiella pneumoniae subsp. pneumoniae
	TGH13

	10
	Klebsiella pneumoniae subsp. pneumoniae KPR0928
	KPR0928

	11
	Klebsiella pneumoniae subsp. pneumoniae Kp13
	Kp13

	12
	Klebsiella pneumoniae subsp. pneumoniae
	KPNIH30

	13
	Klebsiella pneumoniae subsp. pneumoniae
	KPNIH29

	14
	Klebsiella pneumoniae subsp. pneumoniae
	234-12

	15
	Klebsiella pneumoniae subsp. pneumoniae KPNIH27
	KPNIH27

	16
	Klebsiella pneumoniae subsp. pneumoniae
	KPNIH31




Supplementary Table 3: List of hypothetical proteins with more than 500 amino acid residues.
	Sl.No
	Locus tag
	Strand
	Length
	Protein name

	1
	KPHS_00890
	+
	518
	hypothetical protein KPHS_00890

	2
	KPHS_02060
	-
	510
	hypothetical protein KPHS_02060

	3
	KPHS_03010
	+
	534
	hypothetical protein KPHS_03010

	4
	KPHS_03640
	-
	815
	hypothetical protein KPHS_03640

	5
	KPHS_03690
	-
	695
	hypothetical protein KPHS_03690

	6
	KPHS_04100
	+
	503
	hypothetical protein KPHS_04100

	7
	KPHS_04590
	+
	1258
	hypothetical protein KPHS_04590

	8
	KPHS_05090
	+
	521
	hypothetical protein KPHS_05090

	9
	KPHS_08430
	-
	535
	hypothetical protein KPHS_08430

	10
	KPHS_10290
	+
	841
	hypothetical protein KPHS_10290

	11
	KPHS_10860
	+
	622
	hypothetical protein KPHS_10860

	12
	KPHS_11240
	-
	565
	hypothetical protein KPHS_11240

	13
	KPHS_11670
	-
	513
	hypothetical protein KPHS_11670

	14
	KPHS_12640
	+
	558
	hypothetical protein KPHS_12640

	15
	KPHS_12650
	+
	506
	hypothetical protein KPHS_12650

	16
	KPHS_12930
	+
	1450
	hypothetical protein KPHS_12930

	17
	KPHS_13650
	-
	539
	hypothetical protein KPHS_13650

	18
	KPHS_13660
	-
	845
	hypothetical protein KPHS_13660

	19
	KPHS_16690
	-
	731
	hypothetical protein KPHS_16690

	20
	KPHS_16770
	-
	526
	hypothetical protein KPHS_16770

	21
	KPHS_17180
	+
	580
	hypothetical protein KPHS_17180

	22
	KPHS_17390
	+
	983
	hypothetical protein KPHS_17390

	23
	KPHS_18130
	-
	586
	hypothetical protein KPHS_18130

	24
	KPHS_18870
	-
	535
	hypothetical protein KPHS_18870

	25
	KPHS_22580
	-
	512
	hypothetical protein KPHS_22580

	26
	KPHS_22920
	+
	1007
	hypothetical protein KPHS_22920

	27
	KPHS_23170
	+
	584
	hypothetical protein KPHS_23170

	28
	KPHS_23880
	-
	549
	hypothetical protein KPHS_23880

	29
	KPHS_24180
	-
	519
	hypothetical protein KPHS_24180

	30
	KPHS_24520
	-
	538
	hypothetical protein KPHS_24520

	31
	KPHS_26130
	+
	551
	hypothetical protein KPHS_26130

	32
	KPHS_27040
	+
	535
	hypothetical protein KPHS_27040

	33
	KPHS_28710
	-
	754
	hypothetical protein KPHS_28710

	34
	KPHS_29220
	-
	551
	hypothetical protein KPHS_29220

	35
	KPHS_29650
	+
	539
	hypothetical protein KPHS_29650, partial

	36
	KPHS_32490
	-
	587
	hypothetical protein KPHS_32490

	37
	KPHS_32500
	-
	1136
	hypothetical protein KPHS_32500

	38
	KPHS_32730
	-
	828
	hypothetical protein KPHS_32730

	39
	KPHS_32750
	-
	565
	hypothetical protein KPHS_32750

	40
	KPHS_33140
	+
	706
	hypothetical protein KPHS_33140

	41
	KPHS_33220
	+
	510
	hypothetical protein KPHS_33220

	42
	KPHS_33450
	+
	525
	hypothetical protein KPHS_33450

	43
	KPHS_33660
	+
	877
	hypothetical protein KPHS_33660

	44
	KPHS_34930
	+
	626
	hypothetical protein KPHS_34930

	45
	KPHS_34950
	+
	748
	hypothetical protein KPHS_34950

	46
	KPHS_35150
	-
	636
	hypothetical protein KPHS_35150

	47
	KPHS_35480
	-
	555
	hypothetical protein KPHS_35480

	48
	KPHS_37830
	+
	662
	hypothetical protein KPHS_37830

	49
	KPHS_38170
	-
	723
	hypothetical protein KPHS_38170

	50
	KPHS_39220
	-
	1649
	hypothetical protein KPHS_39220

	51
	KPHS_40350
	+
	1145
	hypothetical protein KPHS_40350

	52
	KPHS_41440
	-
	730
	hypothetical protein KPHS_41440

	53
	KPHS_44870
	-
	509
	hypothetical protein KPHS_44870

	54
	KPHS_44920
	-
	532
	hypothetical protein KPHS_44920

	55
	KPHS_45000
	-
	925
	hypothetical protein KPHS_45000

	56
	KPHS_45290
	-
	540
	hypothetical protein KPHS_45290

	57
	KPHS_46920
	+
	705
	hypothetical protein KPHS_46920

	58
	KPHS_47850
	-
	1265
	hypothetical protein KPHS_47850

	59
	KPHS_47910
	-
	646
	hypothetical protein KPHS_47910

	60
	KPHS_49290
	+
	776
	hypothetical protein KPHS_49290

	61
	KPHS_50300
	-
	683
	hypothetical protein KPHS_50300

	62
	KPHS_50430
	+
	517
	hypothetical protein KPHS_50430

	63
	KPHS_50450
	+
	559
	hypothetical protein KPHS_50450

	64
	KPHS_51810
	+
	571
	hypothetical protein KPHS_51810

	65
	KPHS_52610
	-
	553
	hypothetical protein KPHS_52610




Supplementary Table 4: List of hypothetical proteins with more than 500 amino acid residues coded by sense strand.
	Sl.No
	Locus tag
	Strand
	Length
	Protein name

	1
	KPHS_00890
	+
	518
	hypothetical protein KPHS_00890

	2
	KPHS_03010
	+
	534
	hypothetical protein KPHS_03010

	3
	KPHS_04100
	+
	503
	hypothetical protein KPHS_04100

	4
	KPHS_04590
	+
	1258
	hypothetical protein KPHS_04590

	5
	KPHS_05090
	+
	521
	hypothetical protein KPHS_05090

	6
	KPHS_10290
	+
	841
	hypothetical protein KPHS_10290

	7
	KPHS_10860
	+
	622
	hypothetical protein KPHS_10860

	8
	KPHS_12640
	+
	558
	hypothetical protein KPHS_12640

	9
	KPHS_12650
	+
	506
	hypothetical protein KPHS_12650

	10
	KPHS_12930
	+
	1450
	hypothetical protein KPHS_12930

	11
	KPHS_17180
	+
	580
	hypothetical protein KPHS_17180

	12
	KPHS_17390
	+
	983
	hypothetical protein KPHS_17390

	13
	KPHS_22920
	+
	1007
	hypothetical protein KPHS_22920

	14
	KPHS_23170
	+
	584
	hypothetical protein KPHS_23170

	15
	KPHS_26130
	+
	551
	hypothetical protein KPHS_26130

	16
	KPHS_27040
	+
	535
	hypothetical protein KPHS_27040

	17
	KPHS_29650
	+
	539
	hypothetical protein KPHS_29650, partial

	18
	KPHS_33140
	+
	706
	hypothetical protein KPHS_33140

	19
	KPHS_33220
	+
	510
	hypothetical protein KPHS_33220

	20
	KPHS_33450
	+
	525
	hypothetical protein KPHS_33450

	21
	KPHS_33660
	+
	877
	hypothetical protein KPHS_33660

	22
	KPHS_34930
	+
	626
	hypothetical protein KPHS_34930

	23
	KPHS_34950
	+
	748
	hypothetical protein KPHS_34950

	24
	KPHS_37830
	+
	662
	hypothetical protein KPHS_37830

	25
	KPHS_40350
	+
	1145
	hypothetical protein KPHS_40350

	26
	KPHS_46920
	+
	705
	hypothetical protein KPHS_46920

	27
	KPHS_49290
	+
	776
	hypothetical protein KPHS_49290

	28
	KPHS_50430
	+
	517
	hypothetical protein KPHS_50430

	29
	KPHS_50450
	+
	559
	hypothetical protein KPHS_50450

	30
	KPHS_51810
	+
	571
	hypothetical protein KPHS_51810



Supplementary Table 5: Established functions of hypothetical proteins.
	Sl.No
	Length
	Protein name
	Predicted Function

	1
	518
	hypothetical protein KPHS_00890
	Bifunctional 5’-nucleotidase

	2
	534
	hypothetical protein KPHS_03010
	EAL domain-containing protein

	3
	503
	hypothetical protein KPHS_04100
	Bifunctional ADP- dependent NAD(P)H dehydratase epimerase

	4
	1258
	hypothetical protein KPHS_04590
	Autotransporter assembly complex protein Tam B

	5
	521
	hypothetical protein KPHS_05090
	Amidohydrolase family protein

	6
	841
	hypothetical protein KPHS_10290
	Fimbrial biogenesis outer membrane usher protein

	7
	622
	hypothetical protein KPHS_10860
	Amidohydrolase family protein

	8
	558
	hypothetical protein KPHS_12640
	Phage terminase large subunit

	9
	506
	hypothetical protein KPHS_12650
	DUF1073 domain-containing protein

	10
	1450
	hypothetical protein KPHS_12930
	Flagellar biosynthesis, cell-distal portion of basal body rod

	11
	580
	hypothetical protein KPHS_17180
	AIPR family protein

	12
	983
	hypothetical protein KPHS_17390
	Hypothetical protein

	13
	1007
	hypothetical protein KPHS_22920
	Flagellar biosynthesis, cell-distal portion of basal body rod

	14
	584
	hypothetical protein KPHS_23170
	Type VI secretory system baseplate subunit TssF

	15
	551
	hypothetical protein KPHS_26130
	EAL domain-containing protein

	16
	535
	hypothetical protein KPHS_27040
	FAD-NAD(P)-binding protein

	17
	539
	hypothetical protein KPHS_29650, partial
	FUSC family protein

	18
	706
	hypothetical protein KPHS_33140
	TonB-dependent siderophore receptor

	19
	510
	hypothetical protein KPHS_33220
	Stage V sporulation protein involved in spore cortex synthesis (SPOVA)

	20
	525
	hypothetical protein KPHS_33450
	EAL domain-containing protein

	21
	877
	hypothetical protein KPHS_33660
	PqiB family protein

	22
	626
	hypothetical protein KPHS_34930
	AAA family ATPase

	23
	748
	hypothetical protein KPHS_34950
	AAA family ATPase

	24
	662
	hypothetical protein KPHS_37830
	Bifunctional t-RNA methyltransferase/FAD- dependent oxidoreductase

	25
	1145
	hypothetical protein KPHS_40350
	Flagellar biosynthesis cell-distal portion of basal body rod

	26
	705
	hypothetical protein KPHS_46920
	Penicillin-binding protein activator

	27
	776
	hypothetical protein KPHS_49290
	RNA-binding transcriptional accessory protein

	28
	517
	hypothetical protein KPHS_50430
	Cellulose biosynthesis protein BcsE

	29
	559
	hypothetical protein KPHS_50450
	Cellulose biosynthesis protein BcsG

	30
	571
	hypothetical protein KPHS_51810
	AsmA family protein




Supplementary Table 6: Binding affinity of top 9 conformations of uridine with the refined protein model
	Ligand
	Binding Affinity (kcal/mol)
	rmsd/ub (Å)
	rmsd/lb (Å)

	Galaxy_Refined_model_5_URI
	-6.4
	0
	0

	Galaxy_Refined_model_5_URI
	-5.6
	4.377
	2.529

	Galaxy_Refined_model_5_URI
	-5.5
	4.012
	2.14

	Galaxy_Refined_model_5_URI
	-5.3
	3.748
	2.233

	Galaxy_Refined_model_5_URI
	-5.3
	3.346
	1.981

	Galaxy_Refined_model_5_URI
	-5.2
	3.289
	2.118

	Galaxy_Refined_model_5_URI
	-4.9
	4.226
	2.16

	Galaxy_Refined_model_5_URI
	-4.7
	5.277
	1.887

	Galaxy_Refined_model_5_URI
	-4.6
	5.672
	1.955









Supplementary Table 7: Binding affinity of top 9 conformations of cytidine with the refined protein model
	Ligand
	Binding Affinity (kcal/mol)
	rmsd/ub (Å)
	rmsd/lb (Å)

	Galaxy_Refined_model_5_CTN
	-6.5
	0
	0

	Galaxy_Refined_model_5_CTN
	-5.7
	4.4
	2.732

	Galaxy_Refined_model_5_CTN
	-5.6
	3.952
	2.268

	Galaxy_Refined_model_5_CTN
	-5.5
	3.855
	2.341

	Galaxy_Refined_model_5_CTN
	-5.3
	3.329
	2.14

	Galaxy_Refined_model_5_CTN
	-5.3
	3.357
	1.995

	Galaxy_Refined_model_5_CTN
	-5.1
	4.241
	2.621

	Galaxy_Refined_model_5_CTN
	-4.8
	5.639
	2.53

	Galaxy_Refined_model_5_CTN
	-4.5
	4.764
	2.608



Supplementary Table 8: Binding affinity of top 6 conformations of Cytidine with E. coli 5’nucleotidase protein
	Ligand
	Binding Affinity (kcal/mol)
	rmsd/ub (Å)
	rmsd/lb (Å)

	3ive_CTN
	-8.2
	0
	0

	3ive_CTN
	-7.7
	3.354
	1.983

	3ive_CTN
	-7.5
	3.128
	1.57

	3ive_CTN
	-7.3
	1.825
	1.21

	3ive_CTN
	-5.8
	5.513
	2.776

	3ive_CTN
	-5.3
	2.393
	1.494







Supplementary Table 9: Binding affinity of top 5 conformations of uridine with E. coli 5’-nucleotidase protein
	Ligand
	Binding Affinity (kcal/mol)
	rmsd/ub (Å)
	rmsd/lb (Å)

	3IVD_ChainA_URI
	-8.4
	0
	0

	3IVD_ChainA_URI
	-8.1
	1.821
	1.308

	3IVD_ChainA_URI
	-8
	3.545
	1.813

	3IVD_ChainA_URI
	-8
	3.124
	1.541

	3IVD_ChainA_URI
	-5.8
	5.514
	2.253


Sense strand:
Sense strand in the current work is referred to as the coding strand of DNA. The mRNA obtained after transcription of the sense strand is translated to protein sequence.
Binding Energy Calculation:
AutoDock4.2 uses a semi-empirical free energy force field, where parameters are based on the Amber force field by default. AutoDock scoring depends on a combination of amber force field with linear weights. The AutoDock4.2 is a semi-empirical free-energy calculation force field which comprises van der Waals, hydrogen bonding, electrostatic, conformational entropy, and desolvation potential. The parameters of both van der Waals, hydrogen bonding are taken from Amber force field. 
RMSD
RMSD values are calculated relative to the best mode and use only movable heavy atoms. Two variants of RMSD metrics are provided, rmsd/lb (RMSD lower bound) and rmsd/ub (RMSD upper bound), differing in how the atoms are matched in the distance calculation: 
· rmsd/ub matches each atom in one conformation with itself in the other conformation, ignoring any symmetry 
· rmsd' matches each atom in one conformation with the closest atom of the same element type in the other conformation (rmsd' cannot be used directly, because it is not symmetric) 
· rmsd/lb is defined as follows: rmsd/lb(c1, c2) = max(rmsd'(c1, c2), rmsd'(c2, c1)) 
(http://autodock.scripps.edu/faqs-help/manual/autodock-4-2-user-guide/AutoDock4.2_UserGuide.pdf)
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WP 117100182.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 153928309.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
0005 WP 04895142 1:1-618 MULTISPEGIES: bifunctional mefalophosphatase/5-nucleofidase Enterobacteriaceae
WP 087637242.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 095124270.1:1-518 biunctional mefalophosphatase/5-nucleotidase Kiebsiella pneumoniae
WP 135707854.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 159185995.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 162963786.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 04901757.1:1-618 MULTISPEGIES: bifunctional mefalophosphatase/5-nucleofidase Enterobacteriaceae
WP 114502212.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 048990881.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
VP 065762169.1:1-518 bifunctional mefallophosphatase/5-nucleotidase Kiebsiella pneumoniae
WP 159198661.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
ngﬂosmowzs 1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 125346703.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
o WP 040245295.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 040027698.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
o O \WP 048271339 1:1-518 MULTISPECIES: bifunctional metallophosphatase/5-nucleotidase Klebsiella
WP 023159138.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
0002V WP 117241892.1:1-518 biunctional mefallophosphatase/5-nucleofidase Kiebsiella pneumoniae
WP 131074016.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 004187293.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
v!P 023342388.1:1-518 MULTISPECIES: bifunctional metallophosphatase/5-nucleotidase Kiebsiella
WP 117260248.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 040222481.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 117037285.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 142475007.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 130958676.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 004210429.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 135694457.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
0002V WP 032442566.1:1-518 biunctional mefalophosphatase/5-nucleofidase Kiebsiella pneumoniae
WP 097404580.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 032448507 1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae:
222 \WP 094488034 1:1-518 bifunctional metallophosphatase/5-nucleotidase Kiebsiella preurmoniae
WP 040170594.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
o WP 020324696.1:1-518 MULTISPECIES: bifunctional metallophosphatase/5-nucleotidase Kiebsiella
0002 | WP 129722604.1:1-518 bifunctional metallophosphatase/5-nucleatidase Kiebsiella pneumoniae
22 \WP 040238251 1:1-618 bifunctional metallophosphatase/5-nucleotidase Kiebsiella preumoniae
0.002” WP 101997820 1:1-618 bifunctional metallophosphatase/5-nucleotidase Kiebsiella preumoniae
22 \WP 032428457 1:1-518 bifunctional metallophosphatase/5-nucleotidase Kiebsiella preumoniae
*1Wp 048968541 1:1-518 bifunctional metallophosphatase/5-nucleatidase Klebsiella pneumoniae:
O \WP 064174221 1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 040241736.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
0.002” WP 004146270.1:1-618 bifunctional metallophosphatase/5-nucleotidase Kiebsiella preumoniae
222 \WP 040188542 1:1-518 bifunctional metallophosphatase/5-nucleotidase Kiebsiella preurmoniae
WP 004150390.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 049109140.1:1-618 MULTISPECIES: bifunctional metallophosphatase/5-nucleotidase Kiebsiella
222 \WP 048269637 1:1-518 bifunctional metallophosphatase/5-nucleotidase Kiebsiella preumoniae
WP 041937689.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 117056178.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
s \WP 113974064.1:1-518 bifunctional metallophosphatase/5-nucleoidase Klebsiella preumoniae
001~ WP 160528264.1:1-618 bifunctional metallophosphatase/5-nucleoidase Klebsiella preumoniae
|, WP 134917039.1:1-513 biunctional mefalophosphatase/5-nucleotidase Kiebsiella pneumoniae
WP 002862946.1:1-518 MULTISPECIES: bifunctional metallophosphatase/5-nucleotidase Enterobacteriaceae
WP 159185226.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 114137736.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
WP 160543517.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella preumoniae
L ——— WP 073557490.1:1-518 bifunctional metallophosphatase/5-nucleotidase Klebsiella pneumoniae
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QbJEAB5927600 1] bifunctional metallophosphatase/5-nucleotidase Salmonella enterica subsp. enterica

o
. GbIECF5090963.1] bitunctional metallophosphatase/5-nucleatidase Samonella enterica
ngmgaamuu 1] bifunctional metallophosphatase/5-nucleotidase Saimonella enterica
WP 000865257.1] MULTISPECIES: bitunctional metallophosphatase/5-nucleatidase Samonella

. gblEBI95236890.1 bifunctional metalophosphatase/5-nucleofidase Salmonella enterica

- GbIECHS546028.1] bifunctional metallophosphatase/5-nucleoidase Salmonelia enterica
I GbIEC19635572.1] bifunctional metallophosphatase/5-nucleotidase Samonella enterica

b[EBQ2140085.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica

- GblECJ3879944.1] bitunctional metallophosphatase/5-nucleatidase Samonella enterica subsp. enterica
- 1efWP 061390397.1] bifunctional metallophosphatase/5-nucleoidase Salmonelia enterica
55{\VP 085386507.1] bifunctional mefalophosphatase/5-nucleofidase Salmonella enterica
- gblEAS8919012.1| bifunctional metalophosphatase/5-nucleofidase Salmonella enterica
. gplEBS4273038.1]bitunctional metallophosphatase/5-nucleotidase Samonella enterica subsp. enterica serovar Newport
- 1efWP 079846263.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica

WP 07997 1805.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica
'; GbIEC\WB324930.1| bifunctional metallophosphatase/5-nucleotidase Saimonella enterica

| oIEHB39818.1] 5-nucleotidase protein Salmonella enterica subsp. enterica serovar Infantis sir. SARB2T
'8AWP 000865254. 1| MULTISPECIES: biunctional metallophosphatase/5-nucleatidase Samonella
‘tpgHAF1679247 1] bifunctional metallophosphatase/5-nucleotidase Salmonella enterica
<f/VP 070820972 1] bifunctional metallophosphatase/5-nucleotidase Samonella enterica
4 9BIEAZO551314.1] bifunctional metallophosphatase/5-nucleatidase Samonella enterica

- GpIEDV9830830.1] bifunctional metallophosphatase/5-nucleatidase Samonella enterica subsp. enterica
55 8bIEDV3192789.1 bifunctional metalophosphatase/5-nucleofidase Salmonella enterica

o.082) gbJEDL 5764618 1| bfunctional metallophosphatase/5-nucleotidase Salmonella enterica subsp. enterica serovar Senftenberg

- GblEBA4498864.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica
requ 115285139.1] bifunctional metallophosphatase/5-nucleotidase Salmonella enterica
r‘gbqaaqazoens 1] bifunctional metallophosphatase/5-nucleotidase Saimonella enterica subsp. enterica serovar Anecho
. TSWP 048888885.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica
gygawsaomz 1] bifunctional metallophosphatase/5-nucleotidase Saimonella enterica subsp. enterica serovar Southampton
- GpIECE0401378.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica subsp. enterica
9blEAS2412633.1| bifunctional metalophosphatase/5-nucleofidase Salmonella enterica
5 GPIEBH8419430.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica subsp. enterica serovar Nijmegen
JEfWP 024798544.1] bifunctional metallophosphatase/5-nucleatidase Samonella enterica
+ ApIEBHE864430.1| biunctional mefallophosphatase/5-nucleofidase Salmonella enterica subsp. enterica serovar Luke
refWP 0801021681 bifunctional mefalophosphatase/5-nucleofidase Salmonella enterica
[EAP1579013.1] bifunctional metallophosphatase/5-nucleotidase Salmonella enterica
blEPI91588.1] 5-nucleotidase protein Salmonella enterica subsp. enterica serovar Enterics sir. 2009K1726
- GoIEB6849676.1 bifunctional metalophosphatase/5-nucleofidase Salmonella enterica
GbIEBQ7429779.1] bifunctional metallophosphatase/5-nucleotidase Samonella enterica
021~ gblECI2862117.1] bifunctional metallophosphatase/5-nucleotidase Samonella enterica
ref]WP 111753887.1] bifunctional metallophosphatase/5-nucleotidase Saimonella enterica
GPIECT4227404.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica

0.002| [ GblEAY8071606.1| bifunctional metallophosphatase/5-nucleatidase Salmonella enterica
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0
1SfWP 079835609.1] bifunctional metallophosphatase/5-nucleotidase Samonella enterica
404p|EAR0346620.1] bifunctional metallophosphatase/5-nucleatidase Samonella enterica
0ladgh|EAS9681609.1] bifunctional j5-nucleotidase Samonella enterica
02
- GbIECH9259901.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica subsp. enterica
550VVP 080246626.1 bifunctional metalophosphatase/5-nucleofidase Salmonella enterica
. gblEBV7062367.1 bifunctional metalophosphatase/5-nucleofidase Salmonella enterica subsp. enterica serovar Ohio
|| g0IEABE622916.1| bifunctional metallophosphatase/5-nucleotidase Salmonella enterica subsp. enterica
 <fWP 154080403.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica
- requ 070808693.1| bifunctional metallophosphatase/5-nucleotidase Saimonella enterica
n%ugavmsao 1] bifunctional metallophosphatase/5-nucleotidase Salmonella enterica subsp. enterica serovar Nima
<f/VP 023195941.1] bifunctional metallophosphatase/5-nucleotidase Samonella enterica
L~ GhIEDW4338828.1 bifunctional mefalophosphatase/5-nucleofidase Salmonella enterica subsp. enterica
L GbIEDC5667928.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica
I GoIEBX2981627 1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica subsp. enterica serovar Glostrup
ugblEDWOZHZSS 1] bifunctional metallophosphatase/5-nucleotidase Salmonella enterica subsp. enterica
- GoIEANIB932263.1| bifunctional metallophosphatase/5-nucleofidase Salmonella enterica
‘GoIEBA2817985.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica
- GOIEDV0591045.1 bifunctional mefalophosphatase/5-nucleofidase Salmonella enterica subsp. enterica
|| WP 080208001.1] bifunctional metallophosphatase/5-nucleoidase Salmonelia enterica
rdLWP 079824875.1] bifunctional metallophosphatase/5-nucleotidase Saimonella enterica
5% refWP 048591543.1| bifunctional metalophosphatase/5-nucleofidase Salmonella enterica
04| GbJEBS1282815.1| bifunctional metalophosphatase/5-nucleofidase Salmonella enterica subsp. enterica serovar Napol
| 1, gPECG6272674.1]bitunctional metallophosphatase5-nucleatidase Samonella enterica subsp. enterica serovar Napoli
 JDIEAA4072827 1] bitunctional metallophosphatase/5-nucleotidase Samonella enterica subsp. enterica
regwp 058113583.1| bifunctional metallophosphatase/5-nucleotidase Salmonella enterica
nrn%gwp 071055626.1] bifunctional metallophosphatase/5-nucleotidase Salmonella enterica
o[€fVVP 058216650.1] bifunctional metallophosphatase/5-nucleatidase Samonella enterica
requ 138010503.1] bifunctional metallophosphatase/-nucleotidase Salmonella enterica
9b|EDT09|8827 1] bifunctional metallophosphatase/5-nucleotidase Salmonella enterica subsp. enterica
)bIEDNG324460.1| bifunctional metallophosphatase/5-nucleotidase Saimonella enterica
- GoIECO4910525.1 bifunctional mefalophosphatase/5-nucleofidase Salmonella enterica
- [efWP 042948961.1] bifunctional metallophosphatase/5-nucleotidase Samonella enterica
gb;EAOSHiZsO 1] bifunctional metallophosphatase/5-nucleotidase Saimonella enterica
. 1efWP 079984354.1] bifunctional metallophosphatase/5-nucleotidase Samonella enterica
B ngygaesssmu 1] bifunctional metallophosphatase/5-nucleotidase Salmonella enterica subsp. enterica
GbIEAWS917420.1 bifunctional mefalophosphatase/5-nucleofidase Salmonella enterica
[ 9blEAY0222195.1 bifunctional mefalophosphatase/5-nucleofidase Salmonella enterica
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regwp 053258921.1] bifunctional metallophosphatase/5-nucleotidase Saimonella enterica
L ‘GbIEDQS818470.1] bifunctional metallophosphatase/5-nucleotidase Saimonella enterica subsp. enterica
 GOIEAT4591008.1] bifunctional metallophosphatase/S-nucleotidase Samonellaenterica

0
. GplEBS3651175.1] bifunctional metallophosphatase/5-nucleotidase Samonella enterica subsp. enterica serovar Glosirup
- GPIEBV7177154.1] bifunctional metallophosphatase/5-nucleotidase Samonella enterica subsp. enterica serovar Thompson

I GbIECD0241291.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica subsp. enterica

mep 079834725.1] bifunctional metallophosphatase/5-nucleotidase Saimonella enterica
o ngblEEV!mﬂ 1] bifunctional metallophosphatase/5-nucleotidase Salmonella enterica subsp. enterica serovar Coquilhatville
ooy | SPIEAW1946195.1] bifunctional metallophosphatase/5-nucleotidase Salmonelia enterica subsp. enterica
GbIECD4597500.1] bifunctional metallophosphatase/5-nucleatidase Salmonela enterica subsp. enterica serovar Waycross
- GblOFNB0364.1] multfunctional 23-cyclic-nucleotide 2-phosphodiisterase/S-nucleotidase/3-nucleotidase Enterobacter sp. HHSCOSBA1 1
TefWP 004901757.1| MULTISPECIES: bifunctional metallophosphatase/5-nucleotidase Enterobacteriaceae
2, VP 049109140.1] MULTISPEGIES: bifunctional mefalophosphatase/5-nucleofidase Kiebsiella
~ [EfWP 012737109.1| MULTISPECIES: bifunctional metallophosphatase/5-nucleotidase Enterobacteriacea
s gggcusmnm 1] bifunctional metallophosphatase/5-nucleotidase Salmonella enterica subsp. enterica
Lops | reflYP 005224389.] hypothetical protein KPHS 00890 Kiebsiella pneumoniae subsp. peumoniac HS11286

ref]WP 002882946.1] bifunctional metallophosphatase/5-nucleotidase Kiebsiella pneumoniae

0
I%AWP 004177990 1] MULTISPECIES: bifunctional metallophosphatase/5-nucleotidase Enterobacteriaceae

002
TefWP 004895142 1 MULTISPECIES bifunctional metallophosphatase/5-nucleotidase Enterobacteriaceae

0.0
Tef]WP 040173209.1] bifunctional metallophosphatase/5-nucleotidase Kiebsiella peumoniae

002




