Supplementary Table 2. Candidate genes related to ABC transport 
	Gene id
	Symbol
	Description
	PO1 16H
	PO132H
	SY 1 16H
	SY 32H
	log2 FC P01
	log2 FC SY11

	orf00092_5675
	HI_0050
	Putative TRAP transporter large permease protein HI_0050
	5.377337
	25.72127467
	9.547229333
	17.37120767
	2.257998346
	0.863544036

	orf00547_5969
	HI_0051
	Putative TRAP transporter small permease protein HI_0051
	4.365436333
	28.18772167
	6.394831667
	14.47723233
	2.690869108
	1.178807535

	orf01808_1120
	araQ
	L-arabinose transport system permease protein AraQ
	3.392933
	21.55362233
	6.545221
	14.18033633
	2.667325504
	1.11537794

	orf01823_1128
	NGR_a02490
	Probable ABC transporter permease protein y4mJ
	9.000748333
	49.27991567
	12.00055933
	28.54449433
	2.452882928
	1.250110855

	orf01865_1153
	livM
	Probable branched-chain amino acid transport permease protein LivM
	4.880959
	28.20548467
	6.913348
	17.178764
	2.530739189
	1.313169785

	orf01903_1177
	ycjO
	Inner membrane ABC transporter permease protein YcjO
	6.901393333
	30.10129567
	7.581222
	17.71992733
	2.124866023
	1.224870371

	orf01932_1193
	yurN
	Probable ABC transporter permease protein YurN
	7.71548
	40.29712933
	11.83143733
	27.26285833
	2.38484925
	1.204311478

	orf01933_1194
	sugB
	Trehalose transport system permease protein SugB
	8.349017
	32.68375167
	9.597743667
	24.40191
	1.968895343
	1.346226888

	orf02087_1288
	NGR_a02190
	Probable ABC transporter permease protein y4oQ
	13.40494667
	46.391117
	14.35210833
	37.223311
	1.791083104
	1.374943703

	orf04196_2619
	mgtE
	Magnesium transporter MgtE
	22.28803833
	85.17297133
	28.33207933
	76.07871133
	1.934126036
	1.425056322

	orf05892_3709
	ydeG
	Uncharacterized MFS-type transporter YdeG
	10.787591
	46.10455433
	16.420143
	38.826236
	2.095536542
	1.241565161

	orf06057_3817
	malG
	Trehalose/maltose transport system permease protein MalG
	12.66613233
	43.20600133
	14.71942
	38.84557867
	1.77025566
	1.400029578

	orf06072_3826
	livM
	High-affinity branched-chain amino acid transport system permease protein LivM
	10.311691
	41.381687
	13.381123
	27.217405
	2.004711523
	1.024330324

	orf06507_4099
	cdiB2
	Outer membrane transporter CdiB-2
	10.985165
	49.90561533
	15.24642267
	33.525006
	2.183645616
	1.136766814

	orf06870_4334
	livF
	High-affinity branched-chain amino acid transport ATP-binding protein LivF
	6.826405667
	30.61641833
	9.695751
	23.20325
	2.165107463
	1.258902339

	orf06871_4335
	livG
	High-affinity branched-chain amino acid transport ATP-binding protein LivG
	7.105539
	30.15913867
	11.418023
	22.27611233
	2.08557923
	0.964184599

	orf06947_4379
	teaC
	Ectoine TRAP transporter large permease protein TeaC
	11.06152567
	41.88023333
	13.57007033
	30.98925567
	1.920719096
	1.191339905

	orf07002_4410
	livG
	Probable branched-chain amino acid transport ATP-binding protein LivG
	5.489480333
	34.052661
	9.264769
	21.87603767
	2.633026053
	1.23952454

	orf07003_4411
	livF
	High-affinity branched-chain amino acid transport ATP-binding protein LivF
	7.335027
	31.08927667
	8.980446667
	18.93432
	2.083542869
	1.076144502

	orf08058_5068
	ynjD
	Uncharacterized ABC transporter ATP-binding protein YnjD
	5.9269
	26.00037967
	8.028071
	14.90792567
	2.133183069
	0.89295425

	orf08310_5229
	MJ0412
	Uncharacterized ABC transporter ATP-binding protein MJ0412
	3.729177333
	27.26643767
	6.971835
	15.13065767
	2.870196918
	1.117864366

	orf08887_5569
	malF
	Trehalose/maltose transport system permease protein MalF
	6.687656333
	30.38714767
	9.128791333
	18.78688733
	2.183888644
	1.041230294

	orf08957_5608
	potB
	Spermidine/putrescine transport system permease protein PotB
	5.879860333
	26.42331267
	8.174952
	16.254221
	2.167957556
	0.99153225


