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 Mascot Search Results
Protein View

Match to: gi|157167794 Score: 119 Expect: 2.6e-005 
AAEL011917-PA [Aedes aegypti] 

Nominal mass (Mr): 27516; Calculated pI value: 7.60 
NCBI BLAST search of gi|157167794 against nr 
Unformatted sequence string for pasting into other applications 

Taxonomy: Aedes aegypti 
Links to retrieve other entries containing this sequence from NCBI Entrez: 
gi|108871736 from Aedes aegypti 

Fixed modifications: Carbamidomethyl (C) 
Variable modifications: Oxidation (M) 
Cleavage by Trypsin: cuts C-term side of KR unless next residue is P 
Sequence Coverage: 40% 

Matched peptides shown in Bold Red

     1 MFKSSALVVC LCLAVASANP VLKSGRIAGG IDAEEGQFPY QVSLRTASNN  
    51 AHFCGGSVLN NRWIITAASC AQGKEPAGIS VMAGSKSLTR GGSIHPVDRI  
   101 IVHPNFDVTT LANDVAVMRV RVPFMLSPDI LAVQMSSEYV SIAYGALVSG  
   151 WGRRAMDSPT FPDWLQYVPV TIITNTECRV RFESPYDQRI TDNTICSSAP  
   201 VGRGACLGDA GGPLLHGGEL QGVVSWGIPC GLGYPDVYAR VSVHRPWVLV  
   251 HTMV 

Show predicted peptides also

Sort Peptides By   Residue Number  Increasing Mass  Decreasing Mass 

 Start - End     Observed    Mr(expt)   Mr(calc)      ppm    Miss Sequence 
    27 - 45     2050.0166  2049.0093  2049.0167         -4     0  R.IAGGIDAEEGQFPYQVSLR.T  (No match) 
    46 - 62     1818.8427  1817.8354  1817.8227          7     0  R.TASNNAHFCGGSVLNNR.W  (No match) 
    63 - 86     2449.3245  2448.3172  2448.2141         42     1  R.WIITAASCAQGKEPAGISVMAGSK.S  Oxidation (M) (No match
   100 - 119    2225.1689  2224.1616  2224.1674         -3     0  R.IIVHPNFDVTTLANDVAVMR.V  (No match) 
   100 - 119    2241.1670  2240.1597  2240.1624         -1     0  R.IIVHPNFDVTTLANDVAVMR.V  Oxidation (M) (No match
   180 - 189    1296.6404  1295.6331  1295.6258          6     1  R.VRFESPYDQR.I  (No match) 
   180 - 189    1296.6404  1295.6331  1295.6258          6     1  R.VRFESPYDQR.I  (Ions score 28) 
   182 - 189    1041.4738  1040.4665  1040.4563         10     0  R.FESPYDQR.I  (No match) 
   182 - 189    1041.4738  1040.4665  1040.4563         10     0  R.FESPYDQR.I  (Ions score 21) 
   241 - 254    1659.9054  1658.8981  1658.9079         -6     0  R.VSVHRPWVLVHTMV.-  (No match) 
   241 - 254    1675.9045  1674.8972  1674.9028         -3     0  R.VSVHRPWVLVHTMV.-  Oxidation (M) (No match) 
   241 - 254    1675.9045  1674.8972  1674.9028         -3     0  R.VSVHRPWVLVHTMV.-  Oxidation (M) (Ions score 14

Mascot:  http://www.matrixscience.com/
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