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smvcrs Mascot Search Results

Protein View

Match to: gi|157119583 Score: 146 Expect: 2e-007
AAELOO8708-PA [Aedes aegypti]

Nominal mass (Mp): 53093; Calculated pI value: 4.29

NCBI BLAST search of gi|157119583 against nr
Unformatted sequence string for pasting into other applications

Taxonomy: Aedes aegypti
Links to retrieve other entries containing this sequence from NCBI Entrez:

gi|108875272 from Aedes aegypti

Fixed modifications: Carbamidomethyl (C)

Variable modifications: Oxidation (M)

Cleavage by Trypsin: cuts C-term side of KR unless next residue is P
Sequence Coverage: 8%

Matched peptides shown in Bold Red

1 MITRSVILLA VLLAVANGMV REAWFETKVD HFNPRNVDTF SMRYYSNDEH

51 SYPKGPIFVI VGSNGPIETR YLSEGLFYDV AYLEGAFLFA NEHRYFGHSL
101 PVDDASTNNL DFLTIDQALA DLAAFVHHIK HEVVRNPEAK VILMGYGYGG
151 SLATWFHQQF PHLTNGVWVS SGTVEADFDL TGYMESLGET IGEFGGRGCY
201 GTIFSGFRVA QNLIAMDRAD VLNEQFNLCE ALDTDDVMDS TAFLLGLQRA
251 IEDEIMHLRN TQSTTDMCGI IDNEEDTIEN SLLALGNWFA EEHQFETCVD
301 LSFEAFMAPY MDTDFDDSDL QAGHRQRLYL QCTGTGFFAT SDSFYQPFGD
351 QIDSDFYVEV CRHAFGDWIN EDLIRAQVFR TNVRFGGKQP EIDNAHFTHG
401 DIDPMMVTGI VEDLNEEAEA TVIPNTFHAP DLESIDYVYD SPELIAAKEH
451 TRNLIDLWIF EDFDPIV

| Show predicted peptides also |

Sort Peptides By | ® Residue Number Increasing Mass Decreasing Mass

e = 71
Start - End Observed Mr (expt) Mr (calc) Ppm Miss Sequence
55 - 70 1655.8876 1654.8803 1654.9043 -14 0 K.GPIFVIVGSNGPIETR.Y (No match)
55 - 70 1655.8876 1654.8803 1654.9043 -14 0 K.GPIFVIVGSNGPIETR.Y (Ions score 55)
198 - 208 1264.5852 1263.5779 1263.5707 6 0 R.GCYGTIFSGFR.V (No match)
363 - 375 1585.7638 1584.7565 1584.7685 -8 0 R.HAFGDWINEDLIR.A (No match)
363 - 375 1585.7638 1584.7565 1584.7685 -8 0 R.HAFGDWINEDLIR.A (Ions score 82)
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http://www.ncbi.nlm.nih.gov/blast/Blast.cgi?ALIGNMENTS=50&ALIGNMENT_VIEW=Pairwise&AUTO_FORMAT=Semiauto&CDD_SEARCH=on&CLIENT=web&COMPOSITION_BASED_STATISTICS=on&DATABASE=nr&DESCRIPTIONS=100&ENTREZ_QUERY=(none)&EXPECT=10&FILTER=L&FORMAT_BLOCK_ON_RESPAGE=None&FORMAT_OBJECT=Alignment&FORMAT_TYPE=HTML&GAPCOSTS=11+1&I_THRESH=0.001&LAYOUT=TwoWindows&MATRIX_NAME=BLOSUM62&NCBI_GI=on&PAGE=Proteins&PROGRAM=blastp&QUERY=MITRSVILLAVLLAVANGMVREAWFETKVDHFNPRNVDTFSMRYYSNDEHSYPKGPIFVIVGSNGPIETRYLSEGLFYDVAYLEGAFLFANEHRYFGHSLPVDDASTNNLDFLTIDQALADLAAFVHHIKHEVVRNPEAKVILMGYGYGGSLATWFHQQFPHLTNGVWVSSGTVEADFDLTGYMESLGETIGEFGGRGCYGTIFSGFRVAQNLIAMDRADVLNEQFNLCEALDTDDVMDSTAFLLGLQRAIEDEIMHLRNTQSTTDMCGIIDNEEDTIENSLLALGNWFAEEHQFETCVDLSFEAFMAPYMDTDFDDSDLQAGHRQRLYLQCTGTGFFATSDSFYQPFGDQIDSDFYVEVCRHAFGDWINEDLIRAQVFRTNVRFGGKQPEIDNAHFTHGDIDPMMVTGIVEDLNEEAEATVIPNTFHAPDLESIDYVYDSPELIAAKEHTRNLIDLWIFEDFDPIV&SERVICE=plain&SET_DEFAULTS.x=9&SET_DEFAULTS.y=5&SHOW_OVERVIEW=on&WORD_SIZE=3&END_OF_HTTPGET=Yes
http://mascotserver/mascot/cgi/getseq.pl?NCBInr+gi%7c157119583+seq
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?lvl=0&id=7159
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=search&db=protein&doptcmdl=genpept&tool=mascot&term=gi%7c108875272
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?lvl=0&id=7159
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050205.dat&query=31&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050205.dat&query=32&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050205.dat&query=11&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050205.dat&query=21&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050205.dat&query=22&hit=1
http://www.matrixscience.com/

