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liiiners Mascot Search Results

Protein View

Match to: gi|157111905 Score: 294 Expect: 8.le-023
AAELOO5997-PA [Aedes aegypti]

Nominal mass (M,.): 14908; Calculated pI value: 6.62

NCBI BLAST search of gi|157111905 against nr
Unformatted sequence string for pasting into other applications

Taxonomy: Aedes aegypti
Links to retrieve other entries containing this sequence from NCBI Entrez:
gi|108878248 from Aedes aegypti

Fixed modifications: Carbamidomethyl (C)

Variable modifications: Oxidation (M)

Cleavage by Trypsin: cuts C-term side of KR unless next residue is P
Sequence Coverage: 80%

Matched peptides shown in Bold Red
1 MAAWVGKKYK MEKSEGFDDY MKALGVGMVL RKLGNSISPT VELVKEGDEY

51 TFNTTSTFKN TTIKFKLGEE FEEETVDGRK VKSVCTLEGD NKLIHEQKGE
101 KPTTIIREFT DTDLIATMTA GNAKCVRTYK AV

| Show predicted peptides also |

Sort Peptides By | ® Residue Number Increasing Mass Decreasing Mass

Start - End Observed Mr (expt) Mr (calc) Ppm Miss Sequence
14 - 22 1091.4143 1090.4070 1090.4277 -19 0 K.SEGFDDYMK.A (No match)
14 - 22 1107.4049 1106.3976 1106.4226 -23 0 K.SEGFDDYMK.A Oxidation (M) (No match)
14 - 31 2003.9338 2002.9265 2002.9492 -11 1 K.SEGFDDYMKALGVGMVLR.K Oxidation (M) (No mat
14 - 31 2019.9290 2018.9217 2018.9442 -11 1 K.SEGFDDYMKALGVGMVLR.K 2 Oxidation (M) (No m
23 - 31 915.5168 914.5095 914.5372 -30 0 K.ALGVGMVLR.K (No match)
23 - 31 931.5215 930.5142 930.5321 -19 0 K.ALGVGMVLR.K Oxidation (M) (No match)
23 - 31 931.5215 930.5142 930.5321 -19 0 K.ALGVGMVLR.K Oxidation (M) (Ions score 15)
32 - 45 1484.8214 1483.8141 1483.8610 -32 1 R.KLGNSISPTVELVK.E (No match)
33 - 59 2977.5911 2976.5838 2976.4604 41 1 K.LGNSISPTVELVKEGDEYTFNTTSTFK.N (No_match)
46 - 59 1639.6735 1638.6662 1638.7050 -24 0 K.EGDEYTENTTSTFK.N (No match)
65 - 79 1784.8005 1783.7932 1783.8264 -19 1 K.FKLGEEFEEETVDGR.K (No match)
65 - 79 1784.8005 1783.7932 1783.8264 -19 1 K.FKLGEEFEEETVDGR.K (Ions score 34)
67 - 79 1509.6316 1508.6243 1508.6631 -26 0 K.LGEEFEEETVDGR.K (No match)
67 - 79 1509.6316 1508.6243 1508.6631 -26 0 K.LGEEFEEETVDGR.K (Ions score 98)
67 - 80 1637.7262 1636.7189 1636.7580 -24 1 K.LGEEFEEETVDGRK.V (No match)
81 - 92 1349.6675 1348.6602 1348.6657 -4 1 K.VKSVCTLEGDNK.L (No match)
93 - 107 1762.9647 1761.9574 1762.0101 -30 1 K.LIHEQKGEKPTTIIR.E (No _match)
99 - 107 1014.5773 1013.5700 1013.5869 -17 0 K.GEKPTTIIR.E (No match)
99 - 124 2810.5203 2809.5130 2809.4168 34 1 K.GEKPTTIIREFTDTDLIATMTAGNAK.C Oxidation (M)
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http://www.ncbi.nlm.nih.gov/blast/Blast.cgi?ALIGNMENTS=50&ALIGNMENT_VIEW=Pairwise&AUTO_FORMAT=Semiauto&CDD_SEARCH=on&CLIENT=web&COMPOSITION_BASED_STATISTICS=on&DATABASE=nr&DESCRIPTIONS=100&ENTREZ_QUERY=(none)&EXPECT=10&FILTER=L&FORMAT_BLOCK_ON_RESPAGE=None&FORMAT_OBJECT=Alignment&FORMAT_TYPE=HTML&GAPCOSTS=11+1&I_THRESH=0.001&LAYOUT=TwoWindows&MATRIX_NAME=BLOSUM62&NCBI_GI=on&PAGE=Proteins&PROGRAM=blastp&QUERY=MAAWVGKKYKMEKSEGFDDYMKALGVGMVLRKLGNSISPTVELVKEGDEYTFNTTSTFKNTTIKFKLGEEFEEETVDGRKVKSVCTLEGDNKLIHEQKGEKPTTIIREFTDTDLIATMTAGNAKCVRTYKAV&SERVICE=plain&SET_DEFAULTS.x=9&SET_DEFAULTS.y=5&SHOW_OVERVIEW=on&WORD_SIZE=3&END_OF_HTTPGET=Yes
http://mascotserver/mascot/cgi/getseq.pl?NCBInr+gi%7c157111905+seq
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?lvl=0&id=7159
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=search&db=protein&doptcmdl=genpept&tool=mascot&term=gi%7c108878248
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?lvl=0&id=7159
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=18&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=19&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=63&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=64&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=5&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=6&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=7&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=23&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=70&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=37&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=47&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=48&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=25&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=26&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=36&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=21&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=44&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161024/F048629.dat&query=13&hit=1
http://www.matrixscience.com/

