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 Mascot Search Results
Protein View

Match to: gi|576695773 Score: 92 Expect: 0.012 
Actin [Echinococcus granulosus] 

Nominal mass (Mr): 43780; Calculated pI value: 5.31 
NCBI BLAST search of gi|576695773 against nr 
Unformatted sequence string for pasting into other applications 

Taxonomy: Echinococcus granulosus 

Fixed modifications: Carbamidomethyl (C) 
Variable modifications: Oxidation (M) 
Cleavage by Trypsin: cuts C-term side of KR unless next residue is P 
Sequence Coverage: 34% 

Matched peptides shown in Bold Red

     1 MANPLPSIDN LSPSRLAMGD EEVQALVVDN GSGMCKAGFA GDDAPRAVFP  
    51 SIVGRPRHQG VMVGMGQKDS YVGDEAQSKR GILTLKYPIE HGIVTNWDDM  
   101 EKIWHHTFYN ELRVAPEEHP VLLTEAPLNP KANREKMTQI MFETFNTPAM  
   151 YVGIQAVLSL YASGRTTGIV LDSGDGVTHS VPIYEGYALP HAILRLDLAG  
   201 RDLTDYLMKI LTERGYSFTT TAEREIVRDI KEKLCYVALD FEQEMATAAS  
   251 SSSLEKSYEL PDGQVITIGN ERFRCPESLF QPSFLGMESA GIHESTFNAI  
   301 MKCDVDIRKD LYANTVLSGG TTMYPGIADR MQKEITSLAP STMKIKIVAP  
   351 PERKYSVWIG GSILASLSTF QQMWISKQEY DESGPGIVHR KCF 

Show predicted peptides also

Sort Peptides By   Residue Number  Increasing Mass  Decreasing Mass 

 Start - End     Observed    Mr(expt)   Mr(calc)      ppm    Miss Sequence 
     1 - 15     1627.7979  1626.7906  1626.8035         -8     0  -.MANPLPSIDNLSPSR.L  Oxidation (M) (No match) 
    16 - 36     2223.0964  2222.0891  2222.0017         39     0  R.LAMGDEEVQALVVDNGSGMCK.A  (No match) 
    58 - 68     1187.5472  1186.5399  1186.5587        -16     0  R.HQGVMVGMGQK.D  Oxidation (M) (No match) 
   103 - 113    1515.6952  1514.6879  1514.7419        -36     0  K.IWHHTFYNELR.V  (No match) 
   114 - 131    1954.0328  1953.0255  1953.0571        -16     0  R.VAPEEHPVLLTEAPLNPK.A  (No match) 
   166 - 195    3151.7104  3150.7031  3150.6350         22     0  R.TTGIVLDSGDGVTHSVPIYEGYALPHAILR.L  (No match)
   257 - 272    1790.8569  1789.8496  1789.8846        -20     0  K.SYELPDGQVITIGNER.F  (No match) 
   257 - 272    1790.8569  1789.8496  1789.8846        -20     0  K.SYELPDGQVITIGNER.F  (Ions score 38) 
   378 - 391    1614.7885  1613.7812  1613.7798          1     1  K.QEYDESGPGIVHRK.C  (No match) 

Mascot:  http://www.matrixscience.com/
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