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liiiners Mascot Search Results

Protein View

Match to: gi|157119815 Score: 225 Expect: 2.5e-015
AAELOO8787-PA [Aedes aegypti]

Nominal mass (M,.): 68528; Calculated pI value: 5.26
NCBI BLAST search of gi|157119815 against nr

Mascot Search Results: Protein View

Unformatted sequence string for pasting into other applications

Taxonomy: Aedes aegypti

Links to retrieve other entries containing this sequence from NCBI Entrez:
gi122002537 from Aedes albopictus

gi[145559538 from Aedes aegypti

gi]61971317 from Aedes albopictus
gi|108875173 from Aedes aegypti

Fixed modifications: Carbamidomethyl (C)
Variable modifications: Oxidation (M)

Cleavage by Trypsin: cuts C-term side of KR unless

Sequence Coverage: 29%

Matched peptides shown in Bold Red

1
51
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151
201
251
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351
401
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MSTLKKISDE DRESKFGYVF AVSGPVVTAE RMSGSAMYEL VRVGYYELVG
EIIRLEGDMA TIQVYEETSG VTVGDPVLRT GKPLSVELGP GIMGSIFDGI
QRPLKDINEL TSSIYIPKGV NIPCLSRTQS WGFNPLNVKV GSHITGGDLY
GLVHENTLVK HKLLVPPRAK GTVRYIAPPG NYTVDDIILE TEFDGEINKW
SMLQVWPVRQ PRPVTEKLPA NHPLLTGQRV LDSLFPCVQG GTTAIPGAFG
CGKTVISQAL SKYSNSDVII YVGCGERGNE MSEVLRDFPE LSVEIDGVTE
SIMKRTALVA NTSNMPVAAR EASIYTGITL SEYFRDMGYN VSMMADSTSR
WAEALREISG RLAEMPADSG YPAYLGARLA SFYERAGRVK CLGNPEREGS
VSIVGAVSPP GGDFSDPVTS ATLGIVQVFW GLDKKLAQRK HFPSINWLIS
YSKYMRALDD FYDKNFQEFV PLRTKVKEIL QEEEDLSEIV QLVGKASLAE
TDKITLEVAK LLKDDFLQQN SYSAYDRFCP FYKTVGMLRN MIGFYDMARH
AVETTAQSEN KITWNVIRDS MGNILYQLSS MKFKDPVKDG EAKIKADFDQ
LYEDLQQAFR NLED

| Show predicted peptides also |

Sort Peptides By | ® Residue Number ) Increasing Mass
Start - End Observed Mr (expt) Mr (calc)
16 - 31 1698.8561 1697.8488 1697.8777
16 - 31 1698.8561 1697.8488 1697.8777
43 - 54 1410.7363 1409.7290 1409.7554
43 - 54 1410.7363 1409.7290 1409.7554
140 - 160 2209.1272 2208.1199 2208.1539
200 - 209 1301.6184 1300.6111 1300.6750
200 - 209 1317.6819 1316.6746 1316.6700
263 - 277 1731.8138 1730.8065 1730.7934
287 - 305 2181.0813 2180.0740 2180.0671
306 - 320 1515.7159 1514.7086 1514.7875
321 - 335 1749.8416 1748.8343 1748.8621
321 - 335 1749.8416 1748.8343 1748.8621
362 - 378 1797.8328 1796.8255 1796.8403
457 - 473 2117.0234 2116.0161 2116.0266
465 - 473 1149.5933 1148.5860 1148.5978
540 - 549 1249.5691 1248.5618 1248.5267
594 - 610 2100.0376 2099.0303 2099.0323
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next residue is P

Decreasing Mass

ppm
-17
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-49
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28
-1

Miss Sequence

0

HOOFRPOOOOKFHOOOOOOO

RORNDHODHWODHRRNRARND W RN

.FGYVFAVSGPVVTAER .M
.FGYVFAVSGPVVTAER.M
.VGYYELVGEIIR.L
.VGYYELVGEIIR.L
.VGSHITGGDLYGLVHENTLVK.H

.DFPELSVEIDGVTESIMKR.T Oxidation (M)
.TALVANTSNMPVAAR .E
.EASIYTGITLSEYFR.D
.EASIYTGITLSEYFR.D
.LAEMPADSGYPAYLGAR.L Oxidation (M)
.ALDDFYDKNFQEFVPLR.T
.NFQEFVPLR.T

.NMIGFYDMAR.H
. IKADFDQLYEDLQQAFR . N

(No match)
(Ions score 65)
(No_match)

(Ions score 36)
(No_match)

.WSMLQVWPVR.Q (No match)
.WSMLQVWPVR.Q Oxidation (M) (No match)
.YSNSDVIIYVGCGER.G (No _match)

(No _ma
(No _match)

(No _match)

(Ions score 46)

(No matc
(No match)

(No _match)

2 Oxidation (M) (No match)
(No match)

Mascot: http://www.matrixscience.com/ ‘I
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http://www.ncbi.nlm.nih.gov/blast/Blast.cgi?ALIGNMENTS=50&ALIGNMENT_VIEW=Pairwise&AUTO_FORMAT=Semiauto&CDD_SEARCH=on&CLIENT=web&COMPOSITION_BASED_STATISTICS=on&DATABASE=nr&DESCRIPTIONS=100&ENTREZ_QUERY=(none)&EXPECT=10&FILTER=L&FORMAT_BLOCK_ON_RESPAGE=None&FORMAT_OBJECT=Alignment&FORMAT_TYPE=HTML&GAPCOSTS=11+1&I_THRESH=0.001&LAYOUT=TwoWindows&MATRIX_NAME=BLOSUM62&NCBI_GI=on&PAGE=Proteins&PROGRAM=blastp&QUERY=MSTLKKISDEDRESKFGYVFAVSGPVVTAERMSGSAMYELVRVGYYELVGEIIRLEGDMATIQVYEETSGVTVGDPVLRTGKPLSVELGPGIMGSIFDGIQRPLKDINELTSSIYIPKGVNIPCLSRTQSWGFNPLNVKVGSHITGGDLYGLVHENTLVKHKLLVPPRAKGTVRYIAPPGNYTVDDIILETEFDGEINKWSMLQVWPVRQPRPVTEKLPANHPLLTGQRVLDSLFPCVQGGTTAIPGAFGCGKTVISQALSKYSNSDVIIYVGCGERGNEMSEVLRDFPELSVEIDGVTESIMKRTALVANTSNMPVAAREASIYTGITLSEYFRDMGYNVSMMADSTSRWAEALREISGRLAEMPADSGYPAYLGARLASFYERAGRVKCLGNPEREGSVSIVGAVSPPGGDFSDPVTSATLGIVQVFWGLDKKLAQRKHFPSINWLISYSKYMRALDDFYDKNFQEFVPLRTKVKEILQEEEDLSEIVQLVGKASLAETDKITLEVAKLLKDDFLQQNSYSAYDRFCPFYKTVGMLRNMIGFYDMARHAVETTAQSENKITWNVIRDSMGNILYQLSSMKFKDPVKDGEAKIKADFDQLYEDLQQAFRNLED&SERVICE=plain&SET_DEFAULTS.x=9&SET_DEFAULTS.y=5&SHOW_OVERVIEW=on&WORD_SIZE=3&END_OF_HTTPGET=Yes
http://mascotserver/mascot/cgi/getseq.pl?NCBInr+gi%7c157119815+seq
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?lvl=0&id=7159
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=search&db=protein&doptcmdl=genpept&tool=mascot&term=gi%7c122002537
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?lvl=0&id=7160
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=search&db=protein&doptcmdl=genpept&tool=mascot&term=gi%7c145559538
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?lvl=0&id=7159
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=search&db=protein&doptcmdl=genpept&tool=mascot&term=gi%7c61971317
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?lvl=0&id=7160
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=search&db=protein&doptcmdl=genpept&tool=mascot&term=gi%7c108875173
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?lvl=0&id=7159
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=36&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=37&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=12&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=13&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=69&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=10&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=11&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=40&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=68&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=20&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=44&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=45&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=48&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=62&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=1&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=4&hit=1
http://mascotserver/mascot/cgi/peptide_view.pl?file=../data/20161128/F050202.dat&query=59&hit=1
http://www.matrixscience.com/

